Comments on “Detection of antibodies and risk factors for infection with bovine herpesvirus-1 and parainfluenza virus-3 in dairy Holstein farms”
Dear Editor
I have read with particular interest the paper published in “Online Journal of Veterinary Research” by Farzinpour et al., entitled “Detection of antibodies and risk factors for Infection with bovine herpesvirus-1 and parainfluenza virus-3 in dairy Holstein farms” (Farzinpour et al., 2014). Based on the statistical analysis the authors concluded that “infections of BPI‐3 and BHV‐1 are very common in cattle in Fars province and these viruses are involved in the occurrence of bovine respiratory disease complex” (Farzinpour et al., 2014). However, I have some comments on this paper.
The authors presented their raw data on two tables (named Table 1 and Table 3). Tables 1 and 3 showed raw data of risk factors of bovine herpesvirus-1 (BHV-1) and bovine parainfluenza virus-3 (BPI-3), respectively. In these two tables, the authors presented 72 numbers. An unexpected finding is that, all of the numbers were paired (never can you find an odd number). The other unexpected finding is all of these paired numbers are multiples of 4. This means that you cannot find 2, 6, 10, 14, etc. 

We know that the numbers are odd or paired with equal chance (0.50). Similarly we know that the chance for a paired number be a multiple of 4 is equal to 0.25. As mentioned above, Farzinpour et al., reported 72 numbers in their study and all of them are paired and multiples of 4. Using the binomial distribution, it has a chance equal to qn (where n=72 and q=0.25). The chance estimated about 10-44, this probability is equal zero. This means that it is impossible to collect 72 numbers from a study and all of them be paired and multiples of 4.
I found that Farzinpour et al., published another paper entitle “Antibody tracing, seroepidemiology and risk factors of bovine respiratory syncytial virus and bovine adenovirus-3 in dairy Holstein farms” (Farzinpour et al., 2016). The authors used same animals in these two papers. Unexpectedly in this paper all numbers were paired and multiples of 4, too. Important question is why all numbers presented by the authors are paired? Principals of probability say’s that it is impossible. Taken together, the data presented by Farzinpour et al., are invalid data. It means that data fabrication was occurred. If the authors have no a scientific interpretation for the above-mentioned point, retraction of the paper form your valuable journals should be stated by a “Retraction Note”. It should be mentioned that today I sent the similar letter to the Editor-in-Chief of “Journal of the Faculty of Veterinary Medicine Istanbul University”.

I look forward to receiving your decision on this letter.
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