REVIEWER’S PRECIS

Prediction of the putative function of mouse WDR13 protein,
This work is yet another method for assessing theoretical physiological function of WD proteins following these authors previous work on highly conserved human gene encoding novel member of WD-repeat family of proteins (WDR13). However, in this instance, the authors have analyzed a set of WD-repeat proteins for instability Index and sequence motifs and supposedly predicted the physiological functions of WDR13.  They found that 65% of WD-repeat proteins were unstable and go on to conclude that WDR13 could be involved. The methods are supported by quite extensive data banks and analytical methods.
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